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change tilt angle

correct image
shift (coarse)

correct image

shift (fine)

adjust defocus
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Koster et al., JSB 1997
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Automated electron microscope tomography using robust
prediction of specimen movements

2005
David N. Mastronarde *

Boulder Laboratory for Three-Dimensional Electron Microscopy of Cells, Department of Molecular, Cellular, and Developmental Biology,
University of Colorado, Boulder, CO 80309, USA

SerialEM provides a flexible interface.
The script capabillity provides a relatively easy
way to add commands requested by users.
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SerialEM (David Mastronarde)
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SerialEM Demo
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Setup Tomogram - Etomo E - () BB - Etomo
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No data set loaded

Data file: /home/sueh/tutorials/version4-6/tutorialData/BB.edf

@ @junlivlab  https://bio3d.colorado.edu/imod/doc/etomo Tutorial. html




AreTomo -InMrc original_tilt.mrc -OutMrc aligned_tilt. mrc
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(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-NC-ND 4.0 International license.

AreTomo: An integrated software package for automated
marker-free, motion-corrected cryo-electron tomographic

alignment and reconstruction

Shawn Zheng!* Georg Wolff® Garrett Greenan' Zhen Chen' Frank G. A. Faas® Montserrat
Béarcena® Abraham J. Koster’ Yifan Cheng'*" David Agard!”

@ @junliulab



- A
n
y
q
u
e
Sti
10
n
S
?

X

@



