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) Pandemic Influenza is Dynamic

Scientific Achievement
Scientists discovered a drastically different
binding mechanism for the protein, NS1, in the
pandemic and seasonal influenza, explaining
the higher severity in the pandemic strain.

Significance and Impact
Understanding the difference between the
1918 influenza pandemic and seasonal
outbreaks can offer a new pathway to different
drug targets for influenza.

Research Details
* Nonstructural protein 1 (NS1) increased the severity
of the influenza by activating a host protein through

NXF1-NXT1_.
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Surface representation of the NS1 protein from the binding to p85p.

1918 influenza virus with its binding interfaces. The . T .

pandemic NS1 protein was found to be highly * Comparison between the binding mechanism
dynamic, whereas seasonal NS1 is mostly static. between NS1 and pSSB in the seasonal vs. pandemic

influenza showed that pandemic NS1 is highly
dynamic, whereas seasonal NS1 is mostly static.
. » X-ray scattering data collected at the LiX beamline at
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